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ÃÅÍ²Â TLR (2258G/A TLR 2 (rs5743708) òà 896A/G TLR 4 (rs4986790)) 

Ó ÕÂÎÐÈÕ Ç ÎÄÎÍÒÎÃÅÍÍÈÌÈ ÔËÅÃÌÎÍÀÌÈ ÄÍÀ ÏÎÐÎÆÍÈÍÈ ÐÎÒÀ
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«Óêðà¿íñüêà ìåäè÷íà ñòîìàòîëîã³÷íà àêàäåì³ÿ» (ì. Ïîëòàâà)

Ðîáîòà º ôðàãìåíòîì çàãàëüíîêàôåäðàëüíî¿ 
³í³ö³àòèâíî¿ òåìè «Âðîäæåí³ òà íàáóò³ ìîðôîôóíê-
ö³îíàëüí³ ïîðóøåííÿ çóáîùåëåïíî¿ ñèñòåìè, îðãà-
í³â ³ òêàíèí ãîëîâè òà øè¿, ¿õ ä³àãíîñòèêà, õ³ðóðã³÷íå 
òà êîíñåðâàòèâíå ë³êóâàííÿ», ¹ äåðæ. ðåºñòðàö³¿ 
0111U006301.  

Âñòóï. Îïòèì³çàö³ÿ ë³êóâàííÿ îäîíòîãåííèõ ãí³é-
íî-çàïàëüíèõ çàõâîðþâàíü ùåëåïíî-ëèöåâî¿ ä³ëÿí-
êè º îäíèì ç àêòóàëüíèõ çàâäàíü ùåëåïíî-ëèöåâî¿ 
õ³ðóðã³¿. 

Îñòàíí³ìè ðîêàìè ïðèä³ëÿºòüñÿ ïèëüíà óâàãà ïè-
òàííÿì êîìïëåêñíîãî ë³êóâàííÿ îäîíòîãåííèõ ôëåã-
ìîí äíà ïîðîæíèíè ðîòà (ÎÔÄÏÐ). ¯õ êë³í³÷í³ ïðîÿâè 
ðîçâèâàþòüñÿ íà òë³ âèñíàæåííÿ âíóòð³øí³õ êîì-
ïåíñàòîðíèõ ìåõàí³çì³â îðãàí³çìó, çíèæåííÿ ³ìó-
íîðåçèñòåíòíîñò³ îðãàí³çìó, çìåíøåííÿ àêòèâíîñò³ 
àíòèîêñèäàíòíî¿ ñèñòåìè, ï³äâèùåíî¿ êîíöåíòðàö³¿ 
ïðîäóêò³â ïåðåêèñíîãî îêèñíåííÿ ë³ï³ä³â ³ ³íøèõ òîê-
ñè÷íèõ ðå÷îâèí â êðîâ³ [2, 4]. Öå ñïðèÿº ³íã³áóâàííþ 
ðåïàðàòèâíèõ ïðîöåñ³â ³ ìîæå ïðèâåñòè äî íåñïðè-
ÿòëèâîãî ðåçóëüòàòó çàõâîðþâàííÿ [1, 7]. 

Çáóäíèêàìè îäîíòîãåííèõ çàïàëüíèõ çàõâî-
ðþâàíü º ì³êðîîðãàí³çìè, ÿê³ çàçâè÷àé âõîäÿòü äî 
ñêëàäó ïîñò³éíî¿ ì³êðîôëîðè ïîðîæíèíè ðîòà – 
ñòàô³ëîêîêè, ñòðåïòîêîêè, åíòåðîêîêè, äèïëîêî-
êè, ãðàìïîçèòèâí³ ³ ãðàìíåãàòèâí³ ïàëè÷êè E. coli, 
Proteus òîùî. Êð³ì òîãî, â îñåðåäêàõ îäîíòîãåííî¿ 
³íôåêö³¿ ³íîä³ âèÿâëÿþòüñÿ ãðèáè, ì³êîïëàçìè, íàé-
ïðîñò³ø³ ç ñ³ìåéñòâ òðèõîìîíàä òà ñï³ðîõåò [3, 6, 
7]. Íåð³äêî çóñòð³÷àþòüñÿ àñîö³àö³¿ ñòàô³ëîêîêà ç 
ñòðåïòîêîêîì, ñòàô³ëîêîêà ç äèïëîêîêîì, ãðàìíå-
ãàòèâíèìè ïàëè÷êàìè. Äîñèòü ÷àñòî â îñåðåäêó çà-
ïàëåííÿ ïðèñóòí³ àíàåðîáè ÿê³, ÿêùî íå âèêëèêàþòü 
çàõâîðþâàííÿ, òî, ïðèíàéìí³, îáòÿæóþòü éîãî ïåðå-
á³ã [6]. 

Õàðàêòåð ïåðåá³ãó ³íôåêö³éíî-çàïàëüíîãî ïðî-
öåñó çàëåæèòü íå ò³ëüêè â³ä âèäîâî¿ ïðèíàëåæ-
íîñò³ çáóäíèêà, â³ä éîãî êóëüòóðàëüíèõ âëàñòè-
âîñòåé, à òàêîæ â³ä ñòàíó çàãàëüíî¿ ³ìóíîëîã³÷íî¿ 
ðåàêòèâíîñò³ îðãàí³çìó. Â³äîìî, ùî íà ïîâåðõí³ 

êë³òèí íåñïåöèô³÷íîãî çàõèñòó (ìàêðîôàãè, äåí-
äðèòí³ êë³òèíè, åï³òåë³îöèòè ñëèçîâèõ îáîëîíîê, 
íåéòðîô³ëè, åíäîòåë³îöèòè äåðìè) ì³êðîîðãàí³çìè 
ðîçï³çíàþòüñÿ çà äîïîìîãîþ Òîëë-ïîä³áíèõ ðåöåï-
òîð³â (TLR), ùî ³í³ö³þþòü êàñêàä ïðîçàïàëüí³ ðåàêö³¿ 
âðîäæåíîãî ³ìóí³òåòó, â ðåçóëüòàò³ ÿêèõ â³äáóâàºòüñÿ 
ñèíòåç â³äïîâ³äíèõ öèòîê³í³â [4, 5]. 

²ñíóþòü â³äîìîñò³, ùî ïîë³ìîðô³çìè TLR çì³íþ-
þòü ³ìóííó â³äïîâ³äü íà ì³êðîáí³ ë³ãàíäè. Òàê, TLR2 
ïîë³ìîðô³çì 2258G/A çàì³íà àðã³í³íó íà ãëþòàì³í â 
TIR ñèãíàëüíîìó (³íòðàöåëþëÿðíîìó) äîìåí³, ïî-
ðóøóº éîãî ôóíêö³þ òà àñîö³éîâàíèé ç ã³ïîðåàêòèâ-
í³ñòþ ó â³äïîâ³äü íà ë³ïîïðîòå¿íè ãðàìïîçèòèâíèõ 
áàêòåð³é. Ïðè ãðàìíåãàòèâíèõ ³íôåêö³ÿõ ã³ïîðåàê-
òèâí³ñòü íà ë³ïîïîë³ñàõàðèä òà ðîçâèòîê ñåïòè÷íîãî 
øîêó ïîâ’ÿçàí³ ç ïîë³ìîðô³çìîì TLR4 896A/G (çàì³-
íà àñïàðàã³íó-299 íà ãë³öèí) [4]. 

Âèñóíóòî ïðèïóùåííÿ ïðî äîñòîâ³ðíó àñîö³àö³þ 
ì³æ íàÿâí³ñòþ ìóòàíòíèõ àëåëåé ãåí³â TLR2 2258G/A 
òà TLR4 TLR4 896A/G ³ ï³äâèùåíèì ðèçèêîì ³íô³êó-
âàííÿ ïîøèðåíèìè óðîãåí³òàëüíèìè ³íôåêö³ÿìè. 
Ïîêàçàíî, ùî âòðàòà ïðèëåãëîñò³ ÿñåí äî çóá³â, ÿêà 
ñïîñòåð³ãàºòüñÿ ïðè ïåð³îäîíòèò³, ³íäóêóºòüñÿ ãðàì-
íåãàòèâíèìè àíàåðîáíèìè áàêòåð³ÿìè òà ìîæå áóòè 
ïîâ’ÿçàíà ç ïîë³ìîðô³çìîì TLR4 896A/G, îñê³ëüêè 
áóëè çíàéäåí³ çíà÷í³ â³äì³ííîñò³ ÷àñòîò éîãî àëåëü-
íèõ âàð³àíò³â ì³æ çäîðîâèìè òà õâîðèìè âñ³ìà ôîð-
ìàìè ïåð³îäîíòèòó [5]. 

Âðàõîâóþ÷è âàæëèâó ðîëü ñèñòåìè âðîäæåíîãî 
³ìóí³òåòó â ðîçâèòêó çàïàëåííÿ, ïîðóøåííÿ â ïåðå-
äà÷³ ³ìïóëüñó ÷åðåç TLR ñèãíàëüíèé øëÿõ ìîæå áóòè 
îäí³ºþ ç ëàíîê ïàòîãåíåçó íèçêè ãîñòðèõ ³ õðîí³÷-
íèõ çàïàëüíèõ ïðîöåñ³â, ó òîìó ÷èñë³ îäîíòîãåííèõ 
ôëåãìîí. Òîìó, âñòàíîâëåííÿ àñîö³àö³é ïîë³ìîðô³ç-
ì³â TLR 2, 4 ç ðîçâèòêîì îäîíòîãåííèõ àáñöåñ³â òà 
ôëåãìîí, äîçâîëÿòü ïðîãíîçóâàòè ïåðåá³ã çàõâîðþ-
âàííÿ òà îïòèì³çóâàòè ñõåìè ïðîô³ëàêòèêè ³ ë³êóâàí-
íÿ, ùî ³ ñòàëî ìåòîþ äàíîãî äîñë³äæåííÿ. 

Îá’ºêò ³ ìåòîäè äîñë³äæåííÿ. Áóëî îáñòå-
æåíî 50 õâîðèõ ç îäîíòîãåííèìè ôëåãìîíàìè äíà 
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ïîðîæíèíè ðîòà áåç ñóïóòí³õ çàõâîðþâàíü, ó â³ö³ â³ä 
20 äî 55 ðîê³â, ùî áóëè øïèòàë³çîâàí³ ó â³ää³ëåííÿ 
ùåëåïíî-ëèöåâî¿ õ³ðóðã³¿ Ïîëòàâñüêî¿ îáëàñíî¿ êë³-
í³÷íî¿ ë³êàðí³, ÿêèì ó ñêëàä³ êîìïëåêñíî¿ òåðàï³¿ çà-
ñòîñîâóâàâñÿ ïðåïàðàò «Ë³ï³í». Êîíòðîëüíó ãðóïó 
ñêëàëè 25 ïàö³ºíò³â, ÿê³ áóëè ïðîë³êîâàí³ çà çàãàëü-
íîïðèéíÿòîþ ìåòîäèêîþ. 

Ðåçóëüòàòè äîñë³äæåíü òà ¿õ îáãîâîðåííÿ. ßê 
ïîêàçàëè íàø³ äîñë³äæåííÿ, ñåðåäí³é ð³âåíü çàãàëü-
íî¿ áàêòåð³àëüíî¿ ìàñè ñêëàäàâ 5,9 ± 0,99 ÃÅ/çðàçîê. 
Ð³âåíü ÁÌ âèçíà÷åíî íèçüêèé (4,1-5,2 ÃÅ/çðàçîê) ó 
32 % õâîðèõ, ñåðåäí³é (5,2 – 5,9 ÃÅ/çðàçîê) ó 24 %, 

Ðèñ. 1. ×àñòîòà âèçíà÷åííÿ íèçüêîãî, ñåðåäíüîãî, 
âèñîêîãî òà äóæå âèñîêîãî ð³âí³â çàãàëüíî¿ áàêòåð³-

àëüíî¿ ìàñè â îáñòåæåí³é ãðóï³ õâîðèõ. 

Ðèñ. 2. Ñòðóêòóðà ðîçïîä³ëó ì³êðîîðãàí³çì³â 
â ãðóï³ õâîðèõ ³ç ÎÔÄÏÐ

(n = 50). 

Ðèñ. 3. Ñòðóêòóðà ðîçïîä³ëó ì³êðîîðãàí³çì³â â ãðóï³ 
õâîðèõ ³ç ÎÔÄÏÐ ç íàÿâí³ñòþ ïîë³ìîðô³çì³â ãåí³â TLR 

(n = 14). 

Òàáëèöÿ 1

Àíàë³ç ê³ëüêîñò³ âèÿâëåíèõ ì³êðîîðãàí³çì³â 
ó ðîòîâ³é ïîðîæíèí³ ó õâîðèõ ³ç ÎÔÄÏÐ 

çàëåæíî â³ä íàÿâíîñò³ ïîë³ìîðôíèõ 
âàð³àíò³â ãåí³â TLR4 (2258G/A TLR 2 

(rs5743708) òà 896A/G TLR 4 (rs4986790)) 

Ïîêàçíèê

Õâîð³ ç ÎÔÄÏÐ 
³ç íàÿâí³ñòþ 

ïîë³ìîðôíèõ âà-
ð³àíò³â ãåí³â TLR 

(.. ..) (n = 14)

Õâîð³ ç ÎÔÄÏÐ 
áåç íàÿâíîñò³ 

ïîë³ìîðôíèõ âà-
ð³àíò³â ãåí³â TLR 

(.. ..) (n = 36)

ÁÌ, U, ð U
(n = 14;n = 36)

 = 160,5; p = 0,048

Lactobacillus spp., U, ð U
(n = 14 n = 36) 

= 220,00; p = 0,43

Enterobacterium spp., U, ð U
(n = 14;n = 36) 

= 216,00; p = 0,42

Streptococcus spp., U, ð U
(n = 14;n = 36) 

= 137,5; p = 0,013

Gardnerella vaginalis/
Prevotella bivia/Porphy-
romonas spp., U, ð

U
(n = 14;n = 36) 

= 139,5; p = 0,039

Eubacterium spp., U, ð U
(n = 14;n = 36) 

= 195,5; p = 0,22

Candida spp., U, ð U
(n = 14;n = 36) 

= 159,00; p = 0,039

Ïðèì³òêà: U, ð – â³äì³ííîñò³ ì³æ ãðóïàìè çà êðèòåð³ºì Ìàííà- Ó³òí³. 

âèñîêèé (5,9-6,8 ÃÅ/çðàçîê) ó 22 % õâîðèõ, äóæå âè-
ñîêèé (6,8-8,1 ÃÅ/çðàçîê) ó 22 % õâîðèõ (ðèñ. 1). 

Íàÿâí³ñòü ì³êðîîðãàí³çì³â ç ãðóïè Lactobacte-
rium spp. âñòàíîâëåíî ó 38 % ³ç îáñòåæåíèõ õâîðèõ, 
ê³ëüê³ñòü ëàêòîáàêòåð³é êîëèâàëàñü â³ä 2,9 äî 6,2 
ÃÅ/çðàçîê. Ãðóïè ôàêóëüòàòèâíî àíàåðîáíèõ ì³êðî-
îðãàí³çì³â, òàêèõ ÿê ïðåäñòàâíèêè ðîäèíè Entero-
bacteriocea òà Streptococcus spp. âèÿâëåíî ó 68 % 
òà 92 % ³ç îáñòåæåíèõ õâîðèõ, â³äïîâ³äíî. 2 ãðóïè 
îáë³ãàòíî-àíàåðîáíèõ ì³êðîîðãàí³çì³â: Gardnerella 
vaginalis + Prevotella bivia + Porphyramonas gingivalis 
spp., Eubacterium spp. çóñòð³÷àëèñü ó 100 % òà 78 % 
õâîðèõ ç ÎÔÄÏÐ â³äïîâ³äíî. Ïðåäñòàâíèêè ãðèá³â 
ðîäó Candida spp. âèíàéäåíî ó 62 % õâîðèõ (ðèñ. 2). 

Ïðè àíàë³ç³ ðåçóëüòàò³â äîñë³äæåííÿ â ãðóï³ õâî-
ðèõ ³ç ÎÔÄÏÐ ç íàÿâí³ñòþ ïîë³ìîðôíèõ âàð³àíò³â 
ãåí³â TLR (2258G/A TLR 2 (rs5743708) òà 896A/G TLR 
4 (rs4986790)) (n = 14) ì³êðîîðãàí³çìè ç ãðóïè Lac-
tobacillus spp. âèÿâëåíî ó 28 % õâîðèõ, Enterobac-
terium spp. ó 64,3 %. Ñë³ä â³äì³òèòè, ùî ó âñ³õ õâî-
ðèõ âñòàíîâëåíî íàÿâí³ñòü ì³êðîîðãàí³çì³â ç ãðóï 
Streptococcus spp. òà Gardnerella vaginalis/Prevotella 
bivia/Porphyromonas spp. Ì³êðîîðãàí³çìè ç ãðóïè 
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Eubacterium spp. çóñòð³÷àëèñü ó 92, 9 % õâîðèõ ³ç 
äîñë³äæóâàíî¿ ãðóïè, Candida spp. ó 42,9 % õâîðèõ 
(ðèñ. 3). 

Àíàë³çóþ÷è ñòðóêòóðó ðîçïîä³ëó äîñë³äæóâà-
íèõ ì³êðîîðãàí³çì³â â ãðóï³ õâîðèõ áåç íàÿâíîñò³ 
ïîë³ìîðôíèõ âàð³àíò³â ãåí³â TLR (2258G/A TLR 2 
(rs5743708) òà 896A/G TLR 4 (rs4986790)) (n = 36) 
âñòàíîâëåíî, ùî ì³êðîîðãàí³çìè ç ãðóïè Lactoba-
cillus spp. âèÿâëåíî ó 41 % õâîðèõ, Enterobacterium 
spp. ó 69 % õâîðèõ. Â³äñîòîê õâîðèõ ç íàÿâí³ñòþ 

ì³êðîîðãàí³çì³â ç ãðóïè Streptococcus spp. äîð³âíþ-
âàâ 88 %. Ó âñ³õ õâîðèõ äàíî¿ ãðóïè, ÿê ³ ïîïåðåäíüî¿, 
çíàéäåíî ì³êðîîðãàí³çìè ç ãðóïè Gardnerella vagina-
lis/Prevotella bivia/Porphyromonas spp. Ì³êðîîðãàí³ç-
ìè ç ãðóïè Eubacterium spp. áóëè âèÿâëåí³ ó 72,2 % 
õâîðèõ äàíî¿ ãðóïè, Candida spp. ó 69,4 % õâîðèõ 
(ðèñ. 4). 

²ç ìåòîþ âèÿâëåííÿ â³äì³ííîñòåé ì³æ ãðóïà-
ìè õâîðèõ ³ç ÎÔÏÐ áåç íàÿâíîñò³ òà ³ç íàÿâí³ñòþ 
ïîë³ìîðôíèõ âàð³àíò³â ãåí³â TLR (2258G/A TLR 2 
(rs5743708) òà 896A/G TLR 4 (rs4986790)) çà ê³ëüê³ñ-
òþ âèÿâëåíèõ ì³êðîîðãàí³çì³â ó ðîòîâ³é ïîðîæíèí³ 
áóëî ïðîâåäåíå ïîð³âíÿííÿ â³äïîâ³äíèõ ãðóï ç âèêî-
ðèñòàííÿì U êðèòåð³þ Ìàííà-Ó³òí³ (òàáë. 1). 

Âèñíîâîê. Òàêèì ÷èíîì, â³äì³ííîñò³ ì³æ ãðóïà-
ìè áóëè âèÿâëåí³ çà äåÿêèìè ïîêàçíèêàìè íà ð³âí³ 
ñòàòèñòè÷íî¿ çíà÷óùîñò³ çà ïîêàçíèêîì ê³ëüêîñ-
ò³ çàãàëüíî¿ áàêòåð³àëüíî¿ ìàñè (U

(n = 14;n = 36)
 = 160,5; 

p = 0,048). Òàêîæ ãðóïà õâîðèõ ³ç ÎÔÄÏÐ ç íàÿâí³ñ-
òþ ïîë³ìîðôíèõ âàð³àíò³â ãåí³â TLR ((2258G/A TLR 
2 (rs5743708) òà 896A/G TLR 4 (rs4986790)) â³äð³ç-
íÿëàñü çà âèùèì çíà÷åííÿì ê³ëüêîñò³ ì³êðîîðãàí³ç-
ì³â ç ãðóïè Streptococcus spp., (U

(n = 14;n = 36)
 = 137,5; 

p = 0,013) òà Gardnerella vaginalis/Prevotella bivia/Por-
phyromonas spp. (U

(n = 14;n = 36) 
= 139,5; p = 0,039). Â³äì³-

÷åíî, ùî â ãðóï³ áåç íàÿâíîñò³ ïîë³ìîðôíèõ âàð³àí-
ò³â ãåí³â TLR (2258G/A TLR 2 (rs5743708) òà 896A/G 
TLR 4 (rs4986790)) ñòàòèñòè÷íî çíà÷óùå âèùîþ 
áóëà ê³ëüê³ñòü ì³êðîîðãàí³çì³â ç ãðóïè Candida spp. 
(U

(n = 14;n = 36)
 = 139,5; p = 0,039). 

Ó ïîäàëüøèõ äîñë³äæåííÿõ ïëàíóºòüñÿ ïðî-
âåñòè êîðåëÿö³éíèé âçàºìîçâ’ÿçîê ùîäî àñîö³àö³é 
ðîçâèòêó îäîíòîãåííèõ ôëåãìîí ç ïîë³ìîðôíèì âà-
ð³àíòîì 896À/G ãåíà TLR4. 

Ðèñ. 4. Ñòðóêòóðà ðîçïîä³ëó ì³êðîîðãàí³çì³â â ãðóï³ 
õâîðèõ ³ç ÎÔÄÏÐ áåç íàÿâí³ñò³ ïîë³ìîðô³çì³â ãåí³â 

TLR (n = 36). 
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ÇÀËÅÆÍ²ÑÒÜ ÑÊËÀÄÓ Ì²ÊÐÎÔËÎÐÈ ÏÎÐÎÆÍÈÍÈ ÐÎÒÀ Â²Ä ÃÅÍÎÒÈÏ²Â ÃÅÍ²Â TLR (2258G/A TLR 

2 (rs5743708) òà 896A/G TLR 4 (rs4986790)) Ó ÕÂÎÐÈÕ Ç ÎÄÎÍÒÎÃÅÍÍÈÌÈ ÔËÅÃÌÎÍÀÌÈ ÄÍÀ ÏÎ-
ÐÎÆÍÈÍÈ ÐÎÒÀ

Àâåò³êîâ Ä. Ñ., Âó Â’ºò Êóîíã, Øëèêîâà Î. À., Ëåïñüêèé Â. Â., Êàéäàøåâ ². Ï. 
Ðåçþìå. Ñòàòòÿ ïðèñâÿ÷åíà âèâ÷åííþ ïðîáëåìè çàëåæíîñò³ ³íôåêö³éíî-çàïàëüíîãî ïðîöåñó â³ä âèäîâî¿ 

ïðèíàëåæíîñò³ çáóäíèêà òà éîãî êóëüòóðàëüíèõ âëàñòèâîñòåé, à òàêîæ â³ä ñòàíó çàãàëüíî¿ ³ìóíîëîã³÷íî¿ ðåàê-
òèâíîñò³ îðãàí³çìó. Àâòîðàìè äîñë³äæåíî äîñòîâ³ðíó àñîö³àö³þ ì³æ íàÿâí³ñòþ ìóòàíòíèõ àëåëåé ãåí³â TLR2 
2258G/A òà TLR4 TLR4 896A/G ³ ï³äâèùåíèì ðèçèêîì âèíèêíåííÿ îäíòîãåííèõ ôëåãìîí äíà ïîðîæíèíè ðîòà. 
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Âñòàíîâëåíî â³äì³ííîñò³ ì³æ ãðóïàìè çà äåÿêèìè ïîêàçíèêàìè íà ð³âí³ ñòàòèñòè÷íî¿ çíà÷óùîñò³ çà ïîêàç-
íèêîì ê³ëüêîñò³ çàãàëüíî¿ áàêòåð³àëüíî¿ ìàñè (U

(n = 14;n = 36)
 = 160,5; p = 0,048). Òàêîæ ãðóïà õâîðèõ ³ç ÎÔÄÏÐ ç íà-

ÿâí³ñòþ ïîë³ìîðôíèõ âàð³àíò³â ãåí³â TLR ((2258G/A TLR 2 (rs5743708) òà 896A/G TLR 4 (rs4986790)) â³äð³çíÿ-
ºòüñÿ çà âèùèì çíà÷åííÿì ê³ëüêîñò³ ì³êðîîðãàí³çì³â ç ãðóïè Streptococcus spp., (U

(n = 14;n = 36) 
= 137,5; p = 0,013) 

òà Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. (U
(n = 14;n = 36) 

= 139,5; p = 0,039). Â³äì³÷åíî, ùî â ãðóï³ 
áåç íàÿâíîñò³ ïîë³ìîðôíèõ âàð³àíò³â ãåí³â TLR (2258G/A TLR 2 (rs5743708) òà 896A/G TLR 4 (rs4986790)) ñòà-
òèñòè÷íî çíà÷óùå âèùîþ áóëà ê³ëüê³ñòü ì³êðîîðãàí³çì³â ç ãðóïè Candida spp. (U

(n = 14;n = 36) 
= 139,5; p = 0,039). 

Êëþ÷îâ³ ñëîâà: ì³êðîôëîðà ïîðîæíèíè ðîòà, îäîíòîãåíí³ ôëåãìîíè äíà ïîðîæíèíè ðîòà, ãåíè TLR 
(2258G/A TLR 2 (rs5743708) òà 896A/G TLR 4 (rs4986790). 
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ÇÀÂÈÑÈÌÎÑÒÜ ÑÎÑÒÀÂÀ ÌÈÊÐÎÔËÎÐÛ ÏÎËÎÑÒÈ ÐÒÀ ÎÒ ÃÅÍÎÒÈÏÎÂ ÃÅÍÎÂ TLR (2258G/A 

TLR 2 (rs5743708) è 896A/G TLR 4 (rs4986790)) Ó ÁÎËÜÍÛÕ Ñ ÎÄÎÍÒÎÃÅÍÍÛÌÈ ÔËÅÃÌÎÍÀÌÈ 
ÄÍÀ ÏÎËÎÑÒÈ ÐÒÀ

Àâåòèêîâ Ä. Ñ., Âó Âüåò Êóîíã, Øëûêîâà Î. À., Ëåïñêèé Â. Â., Êàéäàøåâ È. Ï. 
Ðåçþìå. Ñòàòüÿ ïîñâÿùåíà èçó÷åíèþ ïðîáëåìû çàâèñèìîñòè èíôåêöèîííî-âîñïàëèòåëüíîãî ïðî-

öåññà îò âèäîâîé ïðèíàäëåæíîñòè âîçáóäèòåëÿ è åãî êóëüòóðàëüíûõ ñâîéñòâ, à òàêæå îò ñîñòîÿíèÿ îáùåé 
èììóíîëîãè÷åñêîé ðåàêòèâíîñòè îðãàíèçìà. Àâòîðàìè èññëåäîâàíà äîñòîâåðíàÿ àññîöèàöèÿ ìåæäó íà-
ëè÷èåì ìóòàíòíûõ àëåëåé ãåíîâ TLR2 2258G/A è TLR4 TLR4 896A/G è ïîâûøåííûì ðèñêîì âîçíèêíîâåíèÿ 
îäíòîãåííûõ ôëåãìîí äíà ïîëîñòè ðòà. 

Óñòàíîâëåíû îòëè÷èÿ ìåæäó ãðóïïàìè ïî íåêîòîðûì ïîêàçàòåëÿì íà óðîâíå ñòàòèñòè÷åñêîé çíà÷èìîñ-
òè ïî ïîêàçàòåëþ êîëè÷åñòâà îáùåé áàêòåðèàëüíîé ìàññû (U(n = 14;n = 36) = 160,5; p = 0,048). Òàêæå ãðóïïà 
áîëüíûõ èç ÎÔÄÏÐ ñ íàëè÷èåì ïîëèìîðôíûõ âàðèàíòîâ ãåíîâ TLR ((2258G/A TLR 2 (rs5743708) è 896A/G 
TLR 4 (rs4986790)) îòëè÷àåòñÿ ïî âûñøåìó çíà÷åíèþ êîëè÷åñòâà ìèêðîîðãàíèçìîâ èç ãðóïïû Streptococcus 
spp., (U(n = 14;n = 36) = 137,5; p = 0,013) è Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. (U(n = 14; 
n = 36) = 139,5; p = 0,039). Îòìå÷åíî, ÷òî â ãðóïïå áåç íàëè÷èÿ ïîëèìîðôíûõ âàðèàíòîâ ãåíîâ TLR (2258G/A 
TLR 2 (rs5743708) è 896A/G TLR 4 (rs4986790)) ñòàòèñòè÷åñêè çíà÷èìî âûøå îïðåäåëÿëîñü êîëè÷åñòâî ìè-
êðîîðãàíèçìîâ èç ãðóïïû Candida spp. (U(n = 14;n = 36) = 139,5; p = 0,039). 

Êëþ÷åâûå ñëîâà: ìèêðîôëîðà ïîëîñòè ðòà, îäîíòîãåííûå ôëåãìîíû äíà ïîëîñòè ðòà, ãåíû TLR 
(2258g/A TLR 2 (rs5743708) è 896a/G TLR 4 (rs4986790). 

UDC [616. 716 + 617. 52]-002. 36-085. 243
Content of Oral Microflora Dependence on Genotype of Tlr (2258g/A Tlr 2 (Rs5743708) and 896a/G 

Tlr 4 (Rs4986790)) Genes in Patients with Odontogenic Phlegmons of Mouth Floor
Avetikov D. S., Vu Vyet Kuong, Shlykova Î. À., Lepskiy V. V., Kaydashev I. P. 
Abstract. Purpose of the research. Taking into account the principle role of inherent immunity in the progres-

sion of inflammatory process, disturbance of impulse transmission through the TLR, the signaling pathway may be 
one of the chains of pathogenesis of number of acute and chronic inflammatory processes, including odontogenic 
phlegmons. Therefore, identification of associations of TLR 2, 4 polymorphisms with the development of odonto-
genic abscesses and phlegmons will provide with prognosis of clinical course and make the treatment and prophy-
laxis regimens more efficient. 

Object and Methods. 50 patients, aged from 20 to 55 years old, with odontogenic phlegmons of mouth floor 
without associated diseases have been examined at the Oral and Maxillofacial Surgery Department of Poltava Re-
gional Clinical Hospital. They have been administered with Lipin as part of complex therapy. 25 patients, who re-
ceived conventional treatment, have been assigned to control group. 

Lactobacterium spp. microorganisms has been found in 38 % of all examined patients, the amount of lactobac-
teria varied from 2,9 to 6,2 GU/sample. Groups of facultative anaerobic bacteria, representatives of Enterobacte-
riocea and Streptococcus spp. have been detected in 68 % and 92 %, respectively, of all examined patients. Two 
groups of obligate aerobic bacteria, i. e., Gardnerella vaginalis + Prevotella bivia + Porphyramonas gingivalis spp., 
Eubacterium spp. have been found in 100 % and 78 %, respectively, of patients with odontogenic phlegmons of 
mouth floor. Representatives of Candida spp. fungi have been found in 62 % of patients. 

The analysis of findings in group of patients with odontogenic phlegmons of mouth floor with polymorphous vari-
ants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) genes (n = 14) showed the presence of 
Lactobacillus spp. microorganisms in 28 % of patients, and Enterobacterium spp. in 64,3 % of patients. It should be 
noted that Streptococcus spp. and Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. bacteria have been 
found in all patients. Eubacterium spp. bacteria have been detected in 92, 9 % of patients from the study group and 
Candida spp. in 42,9 % of patients. 

While analyzing the structure of division of microorganisms under study in group of patients without polymorphous 
variants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) genes (n = 36) it has been established 
that Lactobacillus spp. bacteria were found in 41 % of patients, and Enterobacterium spp. in 69 % of patients. The 
percentage of patients with Streptococcus spp. bacteria accounted for 88 %. Gardnerella vaginalis/Prevotella 
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bivia/Porphyromonas spp. bacteria have been found in all patients from this group and the previous one. Eubacte-
rium spp. bacteria have been detected in 72,2 % of patients from this group and Candida spp. in 69,4 % of patients. 

The comparison between the corresponding groups has been carried out, using the Mann-Whitney U-test. It 
was aimed at detecting the differences between the groups of patients with odontogenic phlegmons of mouth floor 
without and with polymorphous variants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) as for 
the amount of bacteria, found in the oral cavity. 

Conclusions. Consequently, the differences between the groups have been discovered according to several 
indices at the level of statistical significance by the index of the amount of total bacterial mass (U

(n = 14;n = 36)
 = 160,5; 

p = 0,048). In addition, group of patients with odontogenic phlegmons of mouth floor with polymorphous variants 
of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) differed by the higher value of the amount of 
bacteria of Streptococcus spp. group (U

(n = 14;n = 36) 
= 137,5; p = 0,013) and Gardnerella vaginalis/Prevotella bivia/Por-

phyromonas spp. (U
(n = 14;n = 36) 

= 139,5; p = 0,039). It has been established that the amount of bacteria of Candida spp. 
group (U

(n = 14;n = 36) 
= 139,5; p = 0,039) was significantly higher in the group of patients without polymorphous variants 

of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)). 
The perspective studies will encompass the correlation in terms of associations of the development of 

odontogenic phlegmons with 896À/G polymorphous variant of TLR4 gene. 
Keywords: oral microflora, odontogenic phlegmons of mouth floor, TLR (2258G/A TLR 2 (rs5743708) and 

896A/G TLR 4 (rs4986790) genes. 
Ðåöåíçåíò – ïðîô. Ðèáàëîâ Î. Â. 

Ñòàòòÿ íàä³éøëà 22. 08. 2014 ð. 


