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Po6oTta € ¢parmeHTOoM 3aranbHokadenpanbHoi
iHiuiaTMBHOI Temun «BpooxkeHi Ta HabyTi MOPPOPYHK-
LioHasNIbHI NOpYLWEeHHs1 3yboLLenenHoi cucteMmn, opra-
HIiB | TKAHWH FOMI0BU Ta LW, iX AiarHOCTUKA, XipypriyHe
Ta KOHCepBaTMBHE nikyBaHHs», Nepepx. peectpadii
0111U006301.

BcTyn. OnTumisauia nikyBaHHA OAOHTONr€HHUX MHiN-
HO-3anasibHMX 3aXBOPIOBaHb LLENENHO-NNLEBOI AiINAH-
KN € OOHUM 3 aKTyalbHUX 3aBAaHb LIENenHo-NuLEeBOI
Xipyprii.

OcTaHHIMKN poKaMu NPUAINSETLCS NUbHA yBara nu-
TaHHAM KOMIMIEKCHOrO NiKyBaHHSA OAOHTOreHHUX dner-
MOH [IHa NOPOXHUHK poTa (ODPANP). ix kniHiyKi nposiem
PO3BMBAIOTLCH HA TNi BMCHAXEHHS BHYTPILLHIX KOM-
MEHCATOPHMX MEXaHiI3MIB OpPraHi3mMy, 3HWXEHHS iMy-
HOPE3UCTEHTHOCTI OpraHi3aMy, 3MeHLUEeHHS aKTUBHOCTI
AHTUNOKCMOAHTHOI CUCTEMU, MiABULLEHOI KOHLEHTpaLi
NPOAYKTiB MEPEKNCHOr0 OKMCHEHHS AiNIAIB i iHLWNX TOK-
CUYHMX PEYOBVH B KPOBI [2, 4]. Lle cnpusie iHribyBaHHIO
penapaTuBHMX NPOLECIB | MOXE NPUBECTU 0O HECNPU-
AT/IMBOro pe3ynsraTy 3axBopioBaHHA [1, 7].

30yOHMKaMn  OOOHTOreHHMX 3anajibHUX 3axBO-
plOBaHb € MIKPOOpPraHiamu, ki 3a3Buyar BXOAATb OO0
cknagy MOCTINHOT MIKpOdNopn MNOPOXHUHW poTa —
CTadinoOKoKM, CTPENTOKOKW, EHTEePOKOKW, AUMIIOKO-
KW, TPaMnoO3nTMBHI i rpaMHeraTmBHi nanndkn E. coli,
Proteus Towo. Kpim Toro, B ocepeakax OgOHTOreHHOi
iHbekuji iHoaj BUSBNSAOTLECSA rpubun, Mikonna3mm, Han-
NPOCTiWi 3 CiIMENCTB TPUXOMOHaL Ta CcrnipoxeT [3, 6,
7]. Hepigko 3ycTpivaioTbcsa acoujauii ctadinokoka 3
CTPENTOKOKOM, cTadinokoka 3 AUMIOKOKOM, rpamMHe-
ratMBHMMU Nanuvykamum. 1ocnTb 4acTo B Ocepenky 3a-
nasieHHs NPUCYTHIi aHaepobu sKi, SKLLO HE BUKIMKAIOTb
3axBOPIOBAHHSA, TO, NPUHANMHI, 06TSAXYIOTb MOro nepe-
6ir [6].

Xapaktep nepebiry iHdekLUiiHO-3ananbHOro npo-
Lecy 3anexuTb He TinbkKn Bifd BUOOBOI MNPUHANEX-
HOCTI 306yAHWKa, BiO, MOro KynbTypanbHUX BACTU-
BOCTEN, @ TakOX Bif CTaHy 3arajibHOi iMyHOMOr4YHOI
pEeakTUBHOCTI opraHiamy. Bigomo, wWo Ha noBEpXxHi

KNITUH HecneundiyHoro 3axmcty (Makpodarn, OEeH-
OPUTHI  KNITUHK, eniTenioumMTn Ccnn3oBux 0O0NOHOK,
HeNTpodinm, eHpoTeENIOUNTM AEPMIN) MIKPOOPIraHi3Mun
po3ni3HatoTbes 3a gonomoroto Tonn-nofibHux peuen-
TopiB (TLR), Wo iHiLilOIOTb Kackag npo3anabHi peakuii
BPOJKEHOrO IMYHITETY, B pe3ynbTaTi akuX BinOyBaeTbCs
CUHTES BigMOBIAHUX UUTOKIHIB [4, 5].

ICHYIOTb BiZOMOCTI, WO nonimopdiamu TLR 3miHIO-
10Tb iIMYHHY BiANOBiAb HA MIKPOOHI niraHan. Tak, TLR2
nonimopdiam 2258G/A 3amiHa apriHiHy Ha rniOTamMiH B
TIR curHanbHOMYy (iHTpauentongpHoMy) ALOMEHI, Mno-
pyLUYE MOro GyHKLj Ta acouiioBaHMi 3 rinoOpeakTuB-
HICTIO Y BiAMNOBiAb Ha NINONPOTEIHM rPamMnO3UTUBHUX
HakTepiii. Mpu rpamHeraTMBHUX iHDEKUiaX rinopeak-
TUBHICTb Ha ninononicaxapmg, 1a PO3BUTOK CENTUYHOIO
LWOKy NoB’a3aHi 3 nonimopdiamom TLR4 896A/G (3ami-
Ha acnapariHy-299 Ha rniuuH) [4].

BuCYyHYTO npunyLweHHsa Npo AOCTOBIPHY acouiauito
MiX HAsiBHICTIO MyTaHTHUX anenen reHis TLR2 2258G/A
Ta TLR4 TLR4 896A/G i niaBULLEHM PU3NKOM iHDIKY-
BaHHSA MOLUMPEHNUMWN YPOreHiTaibHUMN  iHdeKUiaMn.
MokasaHo, Lo BTpaTa NpUAernocTi iceH Ao 3ybiB, ska
CrnoCTepiraeTbCs NPu NEPIOJOHTUTI, iIHOYKYETLCS rpam-
HEeraTMBHMMU aHaepobHUMK HBakTepiasMn Ta Moxe B6yTur
noe’a3aHa 3 nonimopdiamom TLR4 896A/G, ocCKinbku
6ynu 3HalgeHi 3HaYHiI BiAMIHHOCTI 4acToT Moro anenb-
HUX BapiaHTiB MiXX 300POBMMU Ta XBOPUMUK BCiMa pop-
MamMu NepiogoHTUTy [5].

BpaxoByioun BaxnmBy poib CUCTEMU BPOLXKEHOIO
iMYHITETY B PO3BUTKY 3anasieHHsi, NOPYLLUEHHSA B nepe-
padi imnynbcy Yyepes3 TLR curHanbHuin lwinsx moxe 6ytn
OJHIEI0 3 NTAHOK NaToreHe3y HU3KW roCTPUX i XPOHiy-
HUX 3ananbHWX NPOLECIB, Y TOMY YUCAi OOOHTOreHHNX
dnerMmoH. Tomy, BCTaHOBJIEHHA acoujaLir nonimopadis-
miB TLR 2, 4 3 pO3BUTKOM OAOHTOreHHUX abcuecis Ta
dnermMoH, ,O3BONATL NPOrHO3yBaTK Nepebir 3axBOpIo-
BaHHS Ta ONTUMI3yBaTW CXeMU NPODINaKTUKN i NikyBaH-
HS1, LLLO | CTa/I0 MeTOI0 AaHOro AOCIAKEHHS.

O06’ekT i meToam pocnipgxeHHsa. Byno obcte-
XeHo 50 XxBOpuX 3 OLOHTOrEHHUMK dIerMoHamMu aHa
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Puc. 1. YacTtoTa BUSHA4YE€HHS HU3bKOIr0, CEPEAHbLOrO0,
BUCOKOIO Ta AyXe BUCOKOro PiBHIB 3aranbHoI 6akTepi-
anbHOI Macu B 06CTeXeHiii rpyni XBopux.
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Puc. 2. CtpykTtypa po3noainy MikpoopraHiamis
B rpyni xeopux i3 OdAMNP
(n=50).
Ta6nuusg 1
AHani3 KinbKOCTI BUSIBNIEHUX MIKPOOPraHi3amis
Yy POTOBIiA NOPOXXHUHI y XxBOopUux i3 ODANP
3aJ1eXXHOo Bif, HaABHOCTI noniMmopdHux
BapiaHTiB reHiB TLR4 (2258G/A TLR 2
(rs5743708) Ta 896A/G TLR 4 (rs4986790))

XBopi 3 0PAMNP
i3 HasBHICTIO

XBopi 3 0PANnrP
6e3 HasiBHOCTI

MokasHuk nonimopdHux Ba- [ noniMopdHUX Ba-
piaHTiB rexiB TLR | piaHTiB reHis TLR
(....)(n=14) (....) (n=36)
BM, U, p U.__.,. _..=160,5 p=0,048
Lactobacillus spp., U, p U, .. ..=220,00; p=0,43
Enterobacterium spp., U, p U_ ., _..=216,00; p=0,42
Streptococcus spp., U, p U_ ... ..=137,5;p=0,013

Gardnerella vaginalis/
Prevotella bivia/Porphy-
romonas spp., U, p

u ,=139,5;p=0,039

(n=14;n=36

Eubacterium spp., U, p

Ui omisinmss=195,5; p=0,22

Candida spp., U, p

U, _0.-26=159,00; p=0,039

MpumiTtka: U, p - BiAMIHHOCTI MiX rpynamu 3a kputepiem MaHHa- YiTHi.

NMOPOXHWHW poTa 6e3 CynyTHIX 3aXBOPIOBaHb, Y BiLlj Bif,
20 po 55 pokiB, WO 6ynu WNUTanNi3oBaHi y BioaineHHs
LenenHo-nmueBoi xipyprii MontaBcbkoi o6nacHoOi Kii-
HIYHOI NiKapHi, SKMM y CKaai KOMNAEKCHOI Tepanii 3a-
cTtocoByBaBcs npenapat «JliniH». KOHTpoOnbHY rpyny
cknanu 25 nauieHTis, aki 6ynun nponikoBaHi 3a 3aranb-
HOMPUNHATOIO METOANKOIO.

PeaynbraTn gocnigXeHb Ta ix 00roBopeHHs. Sk
nokKasanu Hawli AOCNiIOKEHHS, CepeHili piBeHb 3arasnb-
Hoi GakTepianbHOi Macu cknagas 5,9+0,99 NE/3pa3ok.
PieeHb BM Bu3Ha4yeHO HM3bkui (4,1-5,2 NE/3pas3ok) y
32% xBopwux, cepedHint (5,2 — 5,9 N'E/3pasok) y 24 %,
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Puc. 3. CtpykTypa po3noainy MikpoopraHi3amie B rpyni
xBopwux i3 OPANP 3 HaaBHicTIO nonimopdi3mie rexis TLR
(n=14).

BUcokuii (5,9-6,8 NE/3pas3ok) y 22 % xBopux, OyXe BU-
cokuit (6,8-8,1 N'E/3pa3zok) y 22 % xsopux (puc. 1).
HaaBHicTb MikpoopraHiamis 3 rpynm Lactobacte-
rium spp. BCTaHOBNEHO Y 38 % i3 0OCTEXEHNX XBOPUX,
KinbkicTb naktobakTepili konueanacb Big 2,9 no 6,2
ME/3pa3ok. Mpynn ¢pakynsTaTMBHO aHaepPoOHMX MiKPO-
OpraHiamiB, Takmx 9K NpeactaBHMKU poauHu Entero-
bacteriocea Ta Streptococcus spp. BusiBneHo y 68 %
Ta 92% i3 06CTEXEHUX XBOPUX, BiANOBIAHO. 2 rpynu
obniratHo-aHaepobHux MikpoopraHiamis: Gardnerella
vaginalis + Prevotella bivia+Porphyramonas gingivalis
spp., Eubacterium spp. 3yctpivanuce y 100% T1a 78 %
xBopux 3 ODANP signosigHo. MpeactaBHUKN rpubdiB
poay Candida spp. BuHangeHo y 62 % xsopux (puc. 2).
Mpwn aHanisi pedynesraTiB AOCAIAKEHHS B rpyni XBO-
pux i3 ODAMNP 3 HasBHICTIO NONIMOPGHUX BapiaHTIB
reHiB TLR (2258G/A TLR 2 (rs5743708) Ta 896A/G TLR
4 (rs4986790)) (n=14) mikpoopraHiamn 3 rpynn Lac-
tobacillus spp. BusBneHo y 28% xsopux, Enterobac-
terium spp. y 64,3%. Cnig BigMiTUTK, LWLO Yy BCiX XBO-
prUX BCTAHOBIEHO HASIBHICTb MIKPOOPraHi3amiB 3 rpyn
Streptococcus spp. Ta Gardnerella vaginalis/Prevotella
bivia/Porphyromonas spp. MikpoopraHisamm 3 rpynu
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Puc. 4. CTpyKkTypa po3noainy MikpoopraHiamis B rpyni
xBopwux i3 ODANP 6e3 HasBHICTI noniMopdi3miB reHie
TLR (n=36).

Eubacterium spp. 3ycTtpivanucb y 92, 9% xBopux i3
nocnipkysaHoi rpynu, Candida spp. y 42,9% xBopux
(puc. 3).

AHanisylounm CTPYKTypy po3noainy [ocnigxysa-
HUX MIKpOOpraHiamiB B rpyni xBopmx 6e3 HasBHOCTI
nonimopdHux BapiaHTiB reHiB TLR (2258G/A TLR 2
(rs5743708) Tta 896A/G TLR 4 (rs4986790)) (n=36)
BCTAHOBJ/IEHO, WO MiKpoopraHiamu 3 rpynu Lactoba-
cillus spp. BusineHo y 41 % xsopwux, Enterobacterium
spp. y 69% xBopux. BigcoTok xBOpmMX 3 HASABHICTIO

MiKpOOpraHiamie 3 rpynu Streptococcus spp. 40piBHIO-
BaB 88 %. Y BCix XBOPUX JAHOI rpynu, Ik i nonepeaHboi,
3HanaeHo mikpoopraxiamu 3 rpynm Gardnerella vagina-
lis/Prevotella bivia/Porphyromonas spp. MikpoopraHis-
Mn 3 rpynn Eubacterium spp. 6ynu BusisneHi y 72,2 %
xBopux gaHoi rpynu, Candida spp. y 69,4% xBopux
(puc. 4).

I3 MeTol0 BUSIBAIEHHS BiOMIHHOCTEN MiX rpyna-
Mn xBopux i3 OPrP 6e3 HasBHOCTI Ta i3 HASBHICTIO
nonimopdHux BapiaHTiB reHieB TLR (2258G/A TLR 2
(rs5743708) Ta 896A/G TLR 4 (rs4986790)) 3a Kinbkic-
TIO BUSIB/IEHNX MIKPOOPraHi3MiB y POTOBIA MOPOXHUHI
©6yno NpoBefEeHe NOPIBHSAHHS BiANOBIAHMX rPymn 3 BUKO-
pucTaHHsam U kpuTepito MaHHa-YiTHi (Tabn. 1).

BucHoBOK. TakMM YMHOM, BiAMIHHOCTI MiX rpyna-
Mn Bynu BUSIBIIEHI 32 AEAKUMM NMOKA3HUKAMKW Ha PiBHi
CTATUCTUYHOI 3HAYYLIOCTI 32 MNOKA3HWMKOM KislbkOC-
Ti 3aranbHOi GakTepiansHoi mMacu (U _ . _qq = 160,5;
p=0,048). Takox rpyna xsopux i3 ODPAIP 3 HasBHic-
Tio nonimopdHnx BapiaHTiB renis TLR ((2258G/A TLR
2 (rs5743708) ta 896A/G TLR 4 (rs4986790)) Bigpi3-
HANacb 3a BULLIMM 3HAYEHHAM KiIbKOCTi MIKpOOpraHi3-
MiB 3 rpynmn Streptococcus spp., (U(n:14m:36)=137,5;
p=0,013) Ta Gardnerella vaginalis/Prevotella bivia/Por-
phyromonas spp. (U(n:14;n:36)=139,5; p=0,039). Bigmi-
YeHO, Lo B rpyni 6e3 HasBHOCTI NoniMopdHUX BapiaH-
TiB reHiB TLR (2258G/A TLR 2 (rs5743708) Ta 896A/G
TLR 4 (rs4986790)) cTaTMCTUYHO 3Ha4yLle BULLOIO
Oyna kinbkicTb MikpoopraHiamiB 3 rpynm Candida spp.
(U 1an=as)= 139,5; p=0,039).

Y nopanblumx AOCAIAXKEHHSAX MNaHyeTbCs MNpo-
BECTUN KOPENSuinHMA B3aEMO3B ' A30K LLIOAO acoujiauin
PO3BUTKY OOOHTOreHHUX hnermMoH 3 noniMmopdHUM Ba-
piaHToM 896A/G reHa TLR4.
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Pe3iome. CTaTTs NprcBsiYeHa BMBYEHHIO NPO6eMn 3aeXHOCTI iHekLiiHO-3ananbHOro NpoLLecy Big, BUO0BOI
NPUHanexHocTi 30yAH1Ka Ta MOro KyfbTypasibHUX BIACTUBOCTEN, a TAKOX Bifl CTaHy 3arasibHOi iMyHONOri4yHOI peak-
TUBHOCTI OpraHiamy. ABTOpamu A0CIOKEHO AOCTOBIPHY acoLjaLito MiXX HasiBHICTIO MyTaHTHUX anener rexis TLR2
2258G/ATa TLR4 TLR4 896A/G i niaBMLLEHNM PU3UKOM BUHUKHEHHSI OOHTOMreHHUX GIErMOH AHA MOPOXHUHM poTa.
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BcTaHoBNEHO BiAMIHHOCTI MiX rpyrnamu 3a 4edKUMy NoKa3HUKaMm Ha PiBHI CTaTUCTUYHOI 3HAYYLLOCTI 3a NoKas-
HUKOM KiNbKOCTi 3arafibHoi 6akTepianbHoi macu (U e 14n=36) 160,5; p=0,048). Takox rpyna xsopux i3 ODAP 3 Ha-
ABHiCTIO noniMopdHux BapiaHTiB reHiB TLR ((2258G/A TLR 2 (rs5743708) Ta 896A/G TLR 4 (rs4986790)) Biapi3Hsa-
€TbCS 32 BULLIMM 3HA4YEHHSAM KiNbKOCTi MikpoopraHi3miB 3 rpynu Streptococcus spp., (U(n:m;n:%)= 137,5; p=0,013)
Ta Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. (U = 14in=36) 139,5; p=0,039). BiomiyeHo, L0 B rpyni
6e3 HasBHOCTI noniMopdHMx BapiaHTiB reHiB TLR (2258G/A TLR 2 (rs5743708) Ta 896A/G TLR 4 (rs4986790)) cta-
TUCTMYHO 3HauvyLLEe BULLOKO Byna KinbkicTb MikpoopraHiamie 3 rpynu Candida spp. (Um:m;n:%)= 139,5; p=0,039).

KniouoBi cnoea: mikpodnopa nOPOXHUHM poTa, OAOHTOrEHHI GpNerMoHn gHa nopoXHUHWM poTa, reHn TLR
(2258G/ATLR 2 (rs5743708) Ta 896A/G TLR 4 (rs4986790).

YOK[616. 716+617. 52]-002. 36-085. 243

3ABUCUMOCTb COCTABA MUKPODJIOPLI MOJIOCTU PTA OT FTEHOTUNOB FrEHOB TLR (2258G/A
TLR 2 (rs5743708) n 896A/G TLR 4 (rs4986790)) Y BOJIbHbIX C OOOHTONEHHbIMU PJIETMOHAMU
AHA NOJIOCTU PTA

ABeTukoB 1. C., By BeeT KyoHr, LLnbikoBa O. A., Jlenckuii B. B., Kaiipawes U. M.

Peslome. Ctatbs nocesuieHa U3yYeHUO NpobnemMbl 3aBUCUMMOCTU MHPEKLMNOHHO-BOCMAINTENIBHOIO MNpo-
LLecca oT BMAOBOW NPUHAANEXHOCTM BO3OYAUTENS U €ro KynbTypasbHbIX CBOMCTB, @ Takke OT COCTOsHMS o0LuLel
MIMMYHOJ1I0MMYeCKOlM peakTUBHOCTU opraHnama. ABTopaMn UccrnegoBaHa OOCTOBEpPHas accoupaums Mexay Ha-
n4mem MyTaHTHbIX anenei reHoB TLR2 2258G/A n TLR4 TLR4 896A/G 1 noBblLLEHHBIM PUCKOM BO3HUKHOBEHUS
OJOHTOreHHbIX GJIErMOH AHA NOJIOCTYM pTa.

YCTaHOBAEHbI OTIMYNSA MEXAY rPynnamMm No HEKOTOPbLIM NoKa3aTensiM Ha YPOBHE CTaTUCTUYECKON 3HA4YMMOC-
T NO nokasaTesio KoandecTBa obuel 6baktepuanbHoii macceel (U(n=14;n=36)=160,5; p=0,048). Takxe rpynna
60nbHbIX N3 ODPAMNP ¢ Hannunem nonumMopdHbIX BapraHToB reHoB TLR ((2258G/A TLR 2 (rs5743708) n 896A/G
TLR 4 (rs4986790)) oTnnyaeTca No BbiCLLUEMY 3HAYEHUIO KONTMYECTBa MUKPOOPraHM3MoB 13 rpynnbl Streptococcus
spp., (U(n=14;n=36)=137,5; p=0,013) n Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. (U(n=14;
n=36)=139,5; p=0,039). OTmeu4eHo, 4TO B rpynne 6e3 Hanm4ius nonnMopdHbIX BapmaHToB reHoB TLR (2258G/A
TLR 2 (rs5743708) n 896A/G TLR 4 (rs4986790)) cTaTUCTUYECKM 3HAYMMO BbILLIE ONMPEAENSNOCh KOTMYECTBO MU-
KpoopraHmamoB u3 rpynnsl Candida spp. (U(n=14;n=36)=139,5; p=0,039).

KnioueBble cnoBa: Mukpodnopa MNosocTU pTa, OAOHTOreHHble GNermMoHbl gHa MNosocTu pTa, reHol TLR
(2258g/A TLR 2 (rs5743708) 1 896a/G TLR 4 (rs4986790).

UDC [616. 716+617. 52]-002. 36-085. 243

Content of Oral Microflora Dependence on Genotype of Tir (2258g/A Tir 2 (Rs5743708) and 896a/G
Tir 4 (Rs4986790)) Genes in Patients with Odontogenic Phlegmons of Mouth Floor

Avetikov D. S., Vu Vyet Kuong, Shlykova O. A., Lepskiy V. V., Kaydashev I. P.

Abstract. Purpose of the research. Taking into account the principle role of inherent immunity in the progres-
sion of inflammatory process, disturbance of impulse transmission through the TLR, the signaling pathway may be
one of the chains of pathogenesis of number of acute and chronic inflammatory processes, including odontogenic
phlegmons. Therefore, identification of associations of TLR 2, 4 polymorphisms with the development of odonto-
genic abscesses and phlegmons will provide with prognosis of clinical course and make the treatment and prophy-
laxis regimens more efficient.

Object and Methods. 50 patients, aged from 20 to 55 years old, with odontogenic phlegmons of mouth floor
without associated diseases have been examined at the Oral and Maxillofacial Surgery Department of Poltava Re-
gional Clinical Hospital. They have been administered with Lipin as part of complex therapy. 25 patients, who re-
ceived conventional treatment, have been assigned to control group.

Lactobacterium spp. microorganisms has been found in 38 % of all examined patients, the amount of lactobac-
teria varied from 2,9 to 6,2 GU/sample. Groups of facultative anaerobic bacteria, representatives of Enterobacte-
riocea and Streptococcus spp. have been detected in 68 % and 92 %, respectively, of all examined patients. Two
groups of obligate aerobic bacteria, i. e., Gardnerella vaginalis+ Prevotella bivia + Porphyramonas gingivalis spp.,
Eubacterium spp. have been found in 100% and 78 %, respectively, of patients with odontogenic phlegmons of
mouth floor. Representatives of Candida spp. fungi have been found in 62 % of patients.

The analysis of findings in group of patients with odontogenic phlegmons of mouth floor with polymorphous vari-
ants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) genes (n=14) showed the presence of
Lactobacillus spp. microorganisms in 28 % of patients, and Enterobacterium spp. in 64,3 % of patients. It should be
noted that Streptococcus spp. and Gardnerella vaginalis/Prevotella bivia/Porphyromonas spp. bacteria have been
found in all patients. Eubacterium spp. bacteria have been detected in 92, 9 % of patients from the study group and
Candida spp. in 42,9 % of patients.

While analyzing the structure of division of microorganisms under study in group of patients without polymorphous
variants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) genes (n=36) it has been established
that Lactobacillus spp. bacteria were found in 41 % of patients, and Enterobacterium spp. in 69 % of patients. The
percentage of patients with Streptococcus spp. bacteria accounted for 88 %. Gardnerella vaginalis/Prevotella
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bivia/Porphyromonas spp. bacteria have been found in all patients from this group and the previous one. Eubacte-
rium spp. bacteria have been detected in 72,2 % of patients from this group and Candida spp. in 69,4 % of patients.

The comparison between the corresponding groups has been carried out, using the Mann-Whitney U-test. It
was aimed at detecting the differences between the groups of patients with odontogenic phlegmons of mouth floor
without and with polymorphous variants of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) as for
the amount of bacteria, found in the oral cavity.

Conclusions. Consequently, the differences between the groups have been discovered according to several
indices at the level of statistical significance by the index of the amount of total bacterial mass (U, _,,.._3,,= 160,5;
p=0,048). In addition, group of patients with odontogenic phlegmons of mouth floor with polymorphous variants
of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)) differed by the higher value of the amount of
bacteria of Streptococcus spp. group (U (n=14n=36)— 137,5; p=0,013) and Gardnerella vaginalis/Prevotella bivia/Por-
phyromonas spp. (U _,,.._s5=1 39,5; p=0,039). It has been established that the amount of bacteria of Candida spp.
group (U, _,,..-s6= 139,5; p=0,039) was significantly higher in the group of patients without polymorphous variants
of TLR (2258G/A TLR 2 (rs5743708) and 896A/G TLR 4 (rs4986790)).

The perspective studies will encompass the correlation in terms of associations of the development of
odontogenic phlegmons with 896A/G polymorphous variant of TLR4 gene.

Keywords: oral microflora, odontogenic phlegmons of mouth floor, TLR (2258G/A TLR 2 (rs5743708) and
896A/G TLR 4 (rs4986790) genes.
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